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SEQUENCE LISTING 



<110> Leonard, Jack L. 

Farwell, Alan P. 



<12 0> NON-NUCLEAR EFFECTS OF THYROID HORMONE 

<130> 07917-103002 

<140> 10822591 
<141> 2004-04-12 



<150> US 09/894, 734 
<151> 2001-06-28 

<150> US 60/214, 572 
<151> 2000-06-28 

<160> 5 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 22 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetically generated peptide 
<400> 1 

Tyr Ser Leu Ala Leu Glu Thr lie Gin lie Pro Ala Ser Leu Gly Leu 

15 10 15 

Gly Phe lie Ala Arg Val 

20 

<210> 2 
<211> 18 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Primer 
<400> 2 

ggagactgtg gggtgtgg 

<210> 3 

<211> 17 

<212> DNA 

<213> Artificial Sequence 



<220> 



<223> Primer 



<400> 3 

ccagtgaatt cgagctc 



<210> 4 
<211> 1228 
<212> DNA 

<213> Homo sapiens 
<400> 4 

ctgccttgcg aagaccagat catcctcctg aaggggtgct gcatggagat catgtccctg 60 

cgggcggctg tccgctacga ccctgagagc gacaccctga cgctgagtgg ggagatggct 120 

gtcaagcggg agcagctcaa gaatggcggc ctgggcgtag tctccgacgc catctttgaa 180 

ctgggcaagt cactctctgc ctttaacctg gatgacacgg aagtggctct gctgcaggct 240 

gtgctgctaa tgtcaacaga ccgctcgggc ctgctgtgtg tggacaagat cgagaagagt 300 

caggaggcgt acctgctggc gttcgagcac tacgtcaacc accgcaaaca caacattccg 360 

cacttctggc ccaagctgct gatgaaggag agagaagtgc agagttcgat tctgtacaag 420 

ggggcagcgg cagaaggccg gccgggcggg tcactgggcg tccacccgga aggacagcag 480 

cttctcggaa tgcatgttgt tcagggtccg caggtccggc agcttgagca gcagcttggt 540 

gaagcgggaa gtctccaagg gccggttctt cagcaccaga gcccgaagag cccgcagcag 600 

cgtctcctgg agctgctcca ccgaagcgga attctccatg cccgagcggt ctgtggggaa 660 

gacgacagca gtgaggcgga ctccccgagc tcctctgagg aggaaccgga ggtctgcgag 720 

gacctggcag gcaatgcagc ctctccctga agccccccag aaggccgatg gggaaggaga 780 

aggagtgcca taccttctcc caggcctctg ccccaagagc aggaggtgcc tgaaagctgg 840 

gagcgtgggc tcagcagggc tggtcacctc ccatcccgta agaccacctt cccttcctca 900 

gcaggccaaa catggccaga ctcccttgct ttttgctgtg tagttccctc tgcctgggat 960 

gcccttcccc ctttctctgc ctggcaacat cttacttgtc ctttgaggcc ccaactcaag 1020 

tgtcacctcc ttccccagct cccccaggca gaaatagttg tctgtgcttc cttggttcat 1080 

gcttctactg tgacacttat ctcactgttt tataattagt cgggcatgag tctgtttccc 1140 

aagctagact gtgtctgaat catgtctgta tccccagtgc ccggtgcagg gcctggcata 1200 
gagtaggtac tccataaaag gtgtgttg 1228 

<210> 5 
<211> 249 
<212> PRT 

<213> Homo sapiens 
<400> 5 

Leu Pro Cys Glu Asp Gin lie lie Leu Leu Lys Gly Cys Cys Met Glu 

15 10 15 

lie Met Ser Leu Arg Ala Ala Val Arg Tyr Asp Pro Glu Ser Asp Thr 

20 25 30 

Leu Thr Leu Ser Gly Glu Met Ala Val Lys Arg Glu Gin Leu Lys Asn 

35 40 45 

Gly Gly Leu Gly Val Val Ser Asp Ala lie Phe Glu Leu Gly Lys Ser 

50 55 60 

Leu Ser Ala Phe Asn Leu Asp Asp Thr Glu Val Ala Leu Leu Gin Ala 
65 70 75 80 

Val Leu Leu Met Ser Thr Asp Arg Ser Gly Leu Leu Cys Val Asp Lys 

85 90 95 

lie Glu Lys Ser Gin Glu Ala Tyr Leu Leu Ala Phe Glu His Tyr Val 

100 105 110 

Asn His Arg Lys His Asn lie Pro His Phe Trp Pro Lys Leu Leu Met 

115 120 125 

Lys Glu Arg Glu Val Gin Ser Ser lie Leu Tyr Lys Gly Ala Ala Ala 



130 135 140 

Glu Gly Arg Pro Gly Gly Ser Leu Gly Val His Pro Glu Gly Gin Gin 
145 150 155 160 

Leu Leu Gly Met His Val Val Gin Gly Pro Gin Val Arg Gin Leu Glu 

165 170 175 

Gin Gin Leu Gly Glu Ala Gly Ser Leu Gin Gly Pro Val Leu Gin His 

180 185 190 

Gin Ser Pro Lys Ser Pro Gin Gin Arg Leu Leu Glu Leu Leu His Arg 

195 200 205 

Ser Gly lie Leu His Ala Arg Ala Val Cys Gly Glu Asp Asp Ser Ser 

210 215 220 

Glu Ala Asp Ser Pro Ser Ser Ser Glu Glu Glu Pro Glu Val Cys Glu 
225 230 235 240 

Asp Leu Ala Gly Asn Ala Ala Ser Pro 
245 



